Summary

Proteins from our Human Past studies human and animal remains and lithic tools from prehistoric Belgian
archaeological sites through proteomics. The thesis is primarily concerned with materials from the Mesolithic
period (c. 9500 BC), and thematically focuses heavily on methodological improvements to the study of
palaeoproteomics.

A new method for the classification of species on the basis of bone collagens was developed and applied to
numerous prehistoric assemblages from the Meuse and Scheldt basins of southern and northern Belgium. The
species identification algorithm is the first such analytical tool to be produced, and has been made freely available
as a public resource for palaeoproteomics research. The species identifications undertaken were useful for the
reconstruction of faunal spectra at numerous sites, and were also used to establish species prior to dietary isotope
and radiocarbon dating analyses. Three previously unknown human remains were identified, which could also be
studied further in this fashion. The species classification method was developed further to enable analysis of
burned archaeological bones from three Belgian sites, one of which yielded only burned material. Archaeological
human bone was analysed to optimise the extraction of putative biomarkers for age, sex, and health status toward
future applications. A protocol for sex determination based on human tooth enamel was optimised and applied to
archaeological populations from a range of time periods from across Belgium, and a new putative enamel sex
biomarker identified. A method for protein extraction from Llithic tools was devised and applied to archaeological
lithics from a site in northern Belgium.

These developments have extended the state of the art in palaeoproteomics by improving the accuracy and
viability of large-cohort archaeological species identifications via LC-MS/MS, pioneering analyses of burned bones
and of lithic tools, contributing protein-extraction oriented insights into human bone and enamel extractions, and
by demonstrating a novel age marker for human remains. Especial care has been taken to minimise or nullify the
destructiveness of these analyses, increasing the sustainability of palaeoproteomics in terms of heritage
conservation. The archaeological findings have provided insights into the lifeways of the first settlers of Belgium
after the end of the last ice age.



